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The positive rate ranged from 5.4% to 16.0%. The host species were identified : —— Bgscaitus
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for 79.8% of the coronavirus-positive samples, with the majority identified In
- ] VS. genus vs. NHCoV HKU19 vs. subgenus vs. DuCoV2714 VS. genus
L}
Anseriformes order -
- Two Delta-CoV with full-genome sequences (GCCoV and BSCoV) and one
® - -

o The prevalence rate of viruses of the genus Gamma-CoV (64.4%) was higher nearly complete Gamma-CoV genome (FDCoV) were identified in the fecal
than that of Delta-CoV (35.6%). samples of three bird species.

o The genome architecture of these three viruses Is similar to other known o Results from phylogenetic analysis and pairwise amino acid identity

coronaviruses, with typical genomic organization,_ predicted transcription comparisons using the ICTV classification criteria based on the DEmMARC
regulatory sequences (TRS), and non-structural proteins that are separated by framework, indicate that BSCoV MP22-1474 prototypes a new subgenus.

PLpro and 3CLpro cleavage sites. GCCoV MP18-1070) and FDCoV MP22-196 belong to two previously known

ORFla s |mn N species while diverging most profoundly from known viruses of these species.

5’ . . . . .
ORF1b | o The co-phylogenetic analysis between avian hosts and coronaviruses provides
Deltacoronavirus evidence for a strong linkage between viruses of the genus

lef:izm | HH Gammacoronavirus and the birds of order Anseriformes.
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