Impact of Influenza A(H3N2) virus infection on the antibody
landscapes of hemagglutinin and neuraminidase protein In
older adults.
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Background

Older adults have complex immune history because of
lifetime exposure to different influenza viruses, which can

3. There was a significant increase in NAl titres against all
strains, while HAI responses were restricted within clusters.
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potential of an NA-based influenza vaccine, and the
robustness of antibody responses to influenza in older adults.
This will translate into better protection to older adults against
Influenza and alleviate the public health burden.

Fig. 5 Pre and post-infection HAI and NAI antibody landscapes of H3(+) subcohorts against strains isolated from 1968 to 2019

4. The oldest age group 80-89 years old did not show impaired
antibody responses compared to the two younger age groups.
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Fig. 6 Pre- and post-infection HAI and NAI antibody landscapes of H3(+) subcohorts against strains isolated from 1968 to 2019

Location Southeastern China

Size and characteristic of
participants

1532 community-dwelling older
adults

Sample collection

Serum samples collected every six
month

5. Absolute non-responders were rare in this cohort.
Conventional ‘non-responders’ show broad and back-boosted
antibody responses to other targets.
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Fig. 2 Phylogenetic trees constructed from HA and NA sequences isolated from infected cases

2. The uninfected subcohort has significantly higher HAI
titres to recent strains, and both subcohorts have higher
NAI titres to early circulating strains

4. Absolute non-responders were rare when examining the antibody
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